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2 bmsma_model

bmsma_assign_data Assign data to template

Description

Assign data to template

Usage

bmsma_assign_data(model_template, ...)

Arguments

model_template output from bmsma_model

data-masking name-value pairs

Value

updated named list with your data assigned to Stan model parameters

Examples

bmsma_model ("ols"”) |> bmsma_assign_data(X = Loblolly$age, Y = Loblolly$height)

bmsma_model Select data configuration template for bmsma supported model

Description

Select data configuration template for bmsma supported model

Usage
bmsma_model (model = NULL)

Arguments

model model name character string

Value

named list that matches Stan model parameters

Examples

bmsma_model ("ols")
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bmsma_run Run a linear model in Stan

Description

Run a linear model in Stan

Usage

bmsma_run(model_template, ...)

Arguments

model_template model template generated by bmsma_model and updated by bmsma_assign_data

additional arguments passed to rstan::sampling

Value

Stanfit model output

Examples

bmsma_model ("o0ls") |>
bmsma_assign_data(X = Loblolly$age,
Y = Loblolly$height,
N = nrow(Loblolly)) |>
bmsma_run()
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